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Name Company Catalog Number Comments

PoGo (software) NA NA https://github.com/cschlaffner/
PoGo

PoGoGUI (software) NA NA https://github.com/cschlaffner/
PoGoGUI

TrackHubGenerator (software) NA NA https://github.com/cschlaffner/
TrackHubGenerator

Integrative Genomics Viewer NA NA http://software.broadinstitute.org/

(software) software/igv/

UCSC genome browser (website) |NA NA https://genome.ucsc.edu/

GENCODE (website) NA NA http://gencodegenes.org

Ensembl (website) NA NA http://ensembl.org

bedToBigBed (software) NA NA http://hgdownload.soe.ucsc.edu/
admin/exe/

fetchChromSizes.sh (software) NA NA http://hgdownload.soe.ucsc.edu/
admin/exe/
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